ge™: A Powerful Technology for Selective Proteomics Sample Fractionation Using Step-wise Gradient Density Extraction
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« Starting sample volume is less than 4 ml. medium and does not need any gradient mixer.
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A: 2D gel** overlay of 22% sucrose fractions obtained by methods 1 and 2 (below).
The spot similarity* was 93.6%.

« Extraction volume is flexible and can be as low as 100 pl.
« Each extraction step takes about 5 minutes.
« Extraction may start at any density step of interest without

+ The density of the extraction medium at each step is
defined and no other instrument is needed for density
determination.
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B: Repeat of A above.
The spot similarity* was 95.3%.

the need for going through the whole gradient. . jtions are nor
« The recovery yield is > 90%.
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Method 1: Sucrose extraction using density steps 8.5%, 10%, 14%, 18%, 22% (wiv).
Method 2: Fast Extract using sucrose density steps 8.5%, 18%, 22% (w/v).

Sucrose % (wiv)

0 “The spot similarity was calculated as a ratio of the number of common spots (excluding those spots exhibiting >2 fold difference

between gels) to the total number of common, unique and spots exhibiting >2 fold difference between gels.
** The gel was stained with Sypro Ruby.
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Potential Applications

www.prospectbiosys.com « Subcellular biology, cell biology and subcellular proteomics

- Drug target discovery and characterization

+ Binding studies and protein-protein interactions
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+ Biomarker discovery




